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GAATTCCGGGTGGGTAGGTCGGGCAGGGTAGGACAGGCCTAAGAGAGAGGCCGGACAGACCTCC 

TTTGGAAGCAGCCACTTCTGGTCCCCATCCCTGGAGCGATCGAGCGCAGGATCTGCTGTCCCAT 

GGGACAGCAGATCTCTCTTCCCAGTGCACAGCTTCTCCTCTGCCTGTTTTCCCTGCTTCCAGTG 

CTCCAGGTGGCCCAACCAGGCCAGGCACCCCAGGACCAGCCCCTGTGGACACTTTTGGAGCAGT 

ACTGCCACAGGACCACAATTGGGAATTTTTCAGGTCCCTACACCTACTGCAACACGACCTTGGA 

CCAGATCGGGACCTGCTGGCCACAGAGCGCACCCGGAGCCCTAGTAGAGAGACCGTGCCCCGAG 

TACTTCAATGGCATCAAGTACAACACGACCCGGAATGCCTACAGAGAGTGCCTGGAGAACGGGA 

CCTGGGCCTCAAGGGTCAACTACTCACACTGCGAACCCATTTTGGATGACAAGCAGAGAAAGTA 

TGACCTGCATTACCGAATCGCCCTCATTGTCAACTACCTGGGTCACTGTGTTTCCGTGGTGGCC 

CTGGTGGCCGCTTTCCTGCTTTTCCTAGTGCTGCGGAGTATCCGCTGCCTGAGGAATGTGATCC 

ACTGGAACCTCATCACCACCTTCATTCTGAGAAACATCGCGTGGTTCCTGCTGCAACTCATCGA 

CCACGAAGTGCACGAGGGCAATGAGGTCTGGTGCCGCTGCATCACCACCATCTTCAACTATTTT 

GTGGTCACCAACTTCTTCTGGATGTTTGTGGAGGGCTGCTACCTGCACACGGCCATTGTCATGA 

CGTACTCCACAGAGCACCTGCGCAAGTGGCTTTTCCTCTTCATTGGATGGTGCATTCCCTGCCC 

TATCATCATCGCCTGGGCAGTTGGCAAACTCTACTATGAGAATGAGCAGTGCTGGTTTGGCAAG 

GAAGCTGGTGATTTGGTGGACTACATCTACCAGGGCCCCGTCATGCTTGTGCTGTTGATCAATT 

TTGTATTTCTGTTTAACATCGTCAGGATCCTGATGACGAAGTTACGAGCATCCACCACGTCCGA 

GACAATCCAATACAGGAAGGCAGTGAAGGCCACGCTGGTCCTCCTCCCCCTGTTGGGCATCACC 

TACATGCTCTTCTTTGTCAATCCTGGCGAGGACGACCTGTCCCAGATTGTGTTCATCTACTTCA 

ACTCTTTCCTGCAGTCCTTCCAGGGTTTCTTTGTGTCCGTTTTCTACTGCTTCTTCAATGGAGA 

GGTGCGCGCGGCCCTGAGAAAGCGGTGGCACTCGGGGCAGGACCACCACGCCCTCCGGGTGCCT 

GTGCGCCGGGCCATGTCCATCCCTACGTCGCCCACCAGGATCAGCTTCCACAGCATCAAGCAGA 

CAGCTGCTGTGTGACCCTCTGTCACCGTCTGCCCGGCAGTCCACCACTGAGGCAGCTTCTCCAT 

CCTTTACAGCCTTCCCCTGGGTCCTCCTTGCTACCCTGACCCACAGGTACAAGGTACAGGAGAA 

GGGAGGAGAACGAACACTCCC (SEQ ID N0:1) 
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underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



GAATTCCGGGTGGGTAGGTCGGGCAGGGTAGGACAGGCCTAAGAGAGAGGCCGGACAGAC 
CTCCTTTGGAAGCAGCCACTTCTGGTCCCCATCCCTGGAGCGATCGAGCGCAGGATCTGC 
TGTCCCATGGGACAGCAGATCTCTCTTCCCAGTGCACAGCTTCTCCTCTGCCTGTTTTCC 
CTGCTTCCAGTGCTCCAGGTGGCCCAACCAGGCCAGGCACCCCAGGACCAGCCCCTGTGG 
ACACTTTTGGAGCAGTACTGCCACAGGACCACAATTGGGAATTTTTCAGGTCCCTACACC 
TAC TGCAAC AC GAC CTTGGACC AGATCGGGAC C TGCTGGCC AC AGAGCGC ACCC GGAGCC 
CTAGTAGAGAGACCGTGCCCCGAGTACTTCAATGGCATCAAGTAC AACACGACCC [ GGAA 
TGCC TAC AGAGAGTGC C TGGA ] GAACGGGACCTGGGCCTCAA GGGTCAACTACTCACACT 
GCGAACCCATTTTGGATGACAAGCAGAGAAAGTATGACCTGCATTACCGAATCGCCCTCA 
TTGTCAACTACCTGGGTCACTGTGTTTCr CTGGTGGCCCTGGTG [ GCCGCTTTCCTGCTT 
TTCCTAGTGCTGC G ] GAGTATCC GCTGCC TGAGGAATGTGATCC AC TGGAACCTC ATC AC 
C AC C TTC ATTC TGAGAAAC ATCGC GTGGTTCC TGCTGC AAC TC ATC GACC AC GAAGTGC A 
CGAGGGCAATGAGGTCTGGTGCCGCTGCATCACCACCATCTTCAACTATTTTGTGGTCAC 
CAACTTCTTCTGGATGTTTGTGGAGGGCTGCTACCTGCACACGGCCATTGTCATGACGTA 
CTCCACAGAGCACCTGCGCAAGTGGCTTTTCCTCTTCATTGGATGGTGCATTCCCTGCCC 
TATCATCATCGCCTGGGCAGTTGGCAAACTCTACTATGAGAATGAGCAGTGCTGGTTTGG 
CAAGGAAGCTGGTGATTTGGTGGACTACATCTACCAGGGCCCCGTCATGCTTGTGCTGTT 
GATC AATTTTGTATTTCTGTTTAAC ATCGTC AGGATC CTGATGACGAAGTTAC GAGCATC 
CACCACGTCCGAGACAATCCAATACAGGAAGGCAGTGAAGGCCACGCTGGTCCTCCTCCC 
CCTGTTGGGCATCACCTACATGCTCTTCTTTGTCAATCCTGGCGAGGACGACCTGTCCCA 
GATTGTGTTCATCTACTTCAACTCTTTCCTGCAGTCCTTCCAGGGTTTCTTTGTGTCCGT 
TTTCTACTGCTTCTTCAATGGAGAGGTGCGCGCGGCCCTGAGAAAGCGGTGGCACTCGGG 
GCAGGACCACCACGCCCTCCGGGTGCCTGTGCGCCGGGCCATGTCCATCCCTACGTCGCC 
CACCAGGATCAGCTTCCACAGCATCAAGCAGACAGCTGCTGTGTGACCCTCTGTCACCGT 
CTGCCCGGCAGTCCACCACTGAGGCAGCTTCTCCATCCTTTACAGCCTTCCCCTGGGTCC 
TC CTTGCTACC CTGAC CC AC AGGTAC AAGGTAC AGGAGAAGGGAGGAGAACGAAC ACTCC 

C 
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Gene Sequence 
Structure * 

Size of full-length 
cDNA: 1557 bp 



441 bp 



Sequence Deleted 



582 bp 




Targeting Vector* 
(genomic sequence) 

Construct Number: 3050 



Arm Length: 
5': 3.1 kb 
3": 2.5 kb 



LacZ-Neo 



- - Endogenous Locus 

* Not drawn to scale 





5 ■ >AGCCCTATGTGTAATTTTCAT 
ATAAATGACTCATATTAGCTTTCA 
GATATGCATTGTGTTTTCAGGTCT 
GGGAGAACTAAGGAGTGTGGACCT 
TATCCTGCAGGTACTAGGGAGCCA 
GGGAGGGCTTTTGAGGCGGGAGGG 
CGTCCTGACTCTCAGTGGTTGGCA 
TC TTCTCTAGGGAATGC CTAC AGA 
GAGTGCCTGGA<3 1 
(SEQ ID NO: 2) 



5 ■ >GCCGCTTTCCTGCTTTTCCTA 

GTGCTGCGGTGAGTCCACCTCCAC 

CCTGCTTCCTCCTTGTCTTTGCCT 

CTCCCAGACATTGTCTCTTCCATT 

CTGGGGCCCCGGGAACAGTAGCCA 

GAAGTGGGTTTAAGTCAGACCCCC 

AGGGCCATGACCACCAGCCTGCCT 

GAAGGGTAGAGAGCAAGCCCAGCT 

GGGACCACCAGO' 

(SEQ ID N0:3) 
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